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Syphilis and HIV co-infection in Thai Medical School Hos-
pital
N. Hiransuthikul
Faculty of Medicine, Chulalongkorn University, 10330, Thai-
land
Background: HIV and syphilis affect similar patient groups
and co-infection is common. In HIV infected patients, clin-
ical manifestation of syphilis may be atypical and different
from HIV uninfected cases. This study aimed to compare the
characteristics of syphilis between HIVseropositive and HIV-
seronegative patients in Thai Medical School Hospital.
Methods: Retrospectively chart review of new cases of
syphilis who attended the STD clinic, Chulalongkorn Hospi-
tal, Bangkok,Thailand from 1st June 2001 to 31st May 2006
was conducted.
Results: There were totally 385 new cases of syphilis
during the studied period and HIV screening was done in
325 patients.The prevalence of HIV infection among syphilis
patients was 33.2%. We found that younger age, male gen-
der, andmenwho have sex withmen (MSM) were signiﬁcantly
associated with HIV infection (p<0.05). Secondary syphilis
was more common manifestation in HIV infected individuals
(p< 0.005). Syphilis among HIV infected patients had signiﬁ-
cantly lower VDRL titer (p<0.005) and 15.9% had nonreactive
VDRL.
Conclusion: HIV co-infection should be considered in
syphilitic clients particularly with younger age, being male
gender, MSM, and whose clinical manifestations are sec-
ondary syphilis. Non-reactive or low titer VDRL does not
exclude syphilis in HIV infected patients and treponemal
antibody test is needed for screening and diagnosis.
doi:10.1016/j.ijid.2010.02.528
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Genotyping of Chlamydia trachomatis and human papillo-
mavirus in clinical specimens from North-Eastern Croatia
Z. Bosnjak1, M. Peric1, D. Pavlinic2,∗, S. Dzijan3, I.
Roksandic-Krizan1, D. Vukovic1, N. Ruzman1, J. Burazin1,
G. Lauc3, A. Antolovic-Pozgain1
1 INSTITUTE of Public Health for Osijek-Baranya County, Osi-
jek, Croatia
2 School of Medicine, Osijek, Croatia
3 School of Medicine, DNA Laboratory, Osijek, Croatia
Background: Human papillomavirus (HPV) and Chlamydia
trachomatis (Ct) are major causes of sexually transmitted
diseases. Clinical consequences of high-risk HPV (HR HPV)
infection, especially with HPV types HPV 16 and HPV 18,
include abnormal Pap test results, low and high-grade cervi-
cal intraepithelial neoplasia and cervical cancer, for which
Ct may sometimes be a cofactor.The aim of the study was to
determine the prevalence of Ct and age-related proﬁles of
HR HPV infections among cases of other sexually transmitted
infections in our county.
Methods: Due to the chronic and ‘‘silent’’ infection of
Ct, fast molecular diagnostics and adequate therapy of the
infected individuals are the crucial steps in the Ct spread
n
i
a
cts e409
ontrol. During three-year period we tested 2327 genitouri-
ary samples for Ct and 945 gynaecological samples for HR
PV with normal and abnormal cervical cytological diagno-
is. Subsequently all Ct positive samples were analysed by
equencing of the ampliﬁed omp1 fragments using Applied
iosystem 3130 Genetic Analyser. Genotyping and sequence
utation analysis were performed using ABI SEQSCAPE soft-
are and compared with the reference sequences of all
nown Ct serotypes. HR HPV positive samples with abnor-
al cervical cytological diagnosis were genotyped by Linear
rray HPV Genotyping Test (Roche Diagnostics).
Results: The determined serotype of Ct and HPV geno-
ypes distribution were compared with the Ct and HPV
istribution pattern in other regions of the world. The
ssociation between certain HPV genotype and cervical
ntraepithelial neoplasia was determined as well as mixed
nfections with four or more HPVs. The most prevalent
t genotype in Osijek-Baranya County was serotype E (in
oncordance with Sweden and Taiwan data), followed by
, K, G, D, B and J (differs from Sweden and Taiwan
ata). The sequence of omp1 gene showed limited varia-
ion. HPV 16 and HPV 18 were the most common HR HPV
enotypes in the cervical specimens with abnormal cervi-
al cytological diagnosis. Obtained results also determined
ixed infection of four HR HPV with one or more low risk
PV.
Conclusion: The obtained results for Ct and HPV and fur-
her analyses in this ongoing project could be useful tool for
linical and epidemiological characterization of circulating
athogens in our community.
oi:10.1016/j.ijid.2010.02.529
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requent infections in Mexican women experiencing
pontaneous pregnancy loss
. Conde-Ferráez1,∗, R. Suarez-Allen1, L. Manzano-
abrera1, M.R. Gonzalez-Losa1, G. Koh-Tec2, M.
erez-Tuyub2, J. Camara-Mejia1, J. Carrillo-Martinez3,
. Puerto-Solis 1
Centro de Investigaciones Regionales, Universidad
utonoma de Yucatan, Merida, Yucatan, Mexico
Universidad Autónoma de Yucatán, Merida, Yucatan, Mex-
co
Instituto Mexicano del Seguro Social, Merida, Mexico
Background: Some maternal infections especially during
he early gestation can result in fetal loss or malforma-
ions. Gestation represents an altered immunological state
hich could predispose to various infections, and in par-
icular, latent viral infections might be reactivated during
his period. In this study we aimed to determine the preva-
ences of viral and protozoan pathogens, within women
t reproductive age experiencing spontaneous pregnancy
oss in southeast Mexico, and the epidemiological variables
resent.
Methods: Women requiring medical attention for sponta-
eous abortion in a Social Security Hospital were randomly
nvited to participate. After consent, an interview was
pplied; serology tests for IgM antibodies against human
ytomegalovirus (CMV), Herpes Simplex virus (HSV), and Tox-
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plasma gondii were performed. Cervical cells were PCR
ested for Human Papilomavirus (HPV) infection.
Results: From 143 participants, 113 (79.6%) were younger
han 35 years old, and only 11 (7.7%) were younger than 20
ears old. 90% presented miscarriages on the ﬁrst trimester.
9.6% had experienced a previous pregnancy loss; 33.6% had
ever given birth to a live child and 66.4% had delivered
ne or more live children. From 141 serum samples tested,
0.3% (85/141) were positive to any of the infections: 17
12%) were T. gondii positive; 67 (47.5%) were CMV posi-
ive and 40 (28.4%) HSV positive. From 139 cervical samples
ested, 34 (24.4%) were HPV+. Interestingly, 27.3% of HPV
ositive women have had repetitive abortions comparing
o 17.4% of HPV negative women. Multiple infections were
ound in 42.4% of the seropositive samples, and importantly
9 (22.3%) were also positive to HPV cervical infection. One
atient was positive to all infections.
Conclusion: Pregnancy loss is attributed to several fac-
ors including maternal age. It was worrisome ﬁnding a high
requency of spontaneous abortions at young age. Recogniz-
ng infections in the mother is an important part of prenatal
are. HPV prevalences found were higher than previously
eported for southeast Mexico. HPV studies in our region
re particularly important because the incidence of cervical
ancer is amongst the highest in Mexico. Also, the highest
ationwide incidence of clinically identiﬁed genital herpes
s reported for our State. Although our data are limited,
he high prevalences of infectious agents often related to
regnancy loss and the high frequency of multiple infections
ound in women at reproductive age set important basis for
urther investigation.
oi:10.1016/j.ijid.2010.02.530
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aternal group B Streptococcus colonization: Prevalence,
isk factors, phenotypical and genotypical characteristics
n a Brazilian population
.S. Pires1, M. Turchi2,∗, M.C.D.P.B. André2, J.L. Cardoso2,
.E.P.R. Schmaltz1, O.M. Peres1, A.L. Andrade2
Hospital Materno Infantil, Goiania, Brazil
Federal University of Goias, Goiania, Brazil
Background: Maternal group B Streptococcus (GBS) col-
nization is considered to be the most important risk for
nvasive infections in the newborn. To reduce the inci-
ence of neonatal infection two preventive strategies have
een proposed: universal screening for all pregnant women
r a risk-factor-based approach. However, prevention and
reatment strategies have not yet been adopted in many
eveloping countries. This study aims to estimate the preva-
ence, to investigate risk factors for GBS colonization and to
escribe phenotypical and genotypical characteristics of iso-
ated strains from pregnant women in Goias-Central Brazil.
Methods: A cross sectional study was carried out among
98 pregnant women, > 32o weeksˇı gestation, attending
reference public health unit, from March to June 2009.ociodemographic and obstetric proﬁles were investigated
sing a standard questionnaire. Samples of vaginal and
ectal secretion were collected and placed into selective
nrichment broth Todd-Hewitt. Tests for GBS identiﬁcation
o
u
iternational Congress on Infectious Diseases (ICID) Abstracts
gram, catalase and CAMP) followed by susceptibility test
sing antibiotic disk diffusion technique were performed.
enetic diversity was assessed by pulsed-ﬁeld gel elec-
rophoresis (PFGE). Descriptive and analytic statistical tests
ere applied (SPSS 13.0).
Results: Thirty pregnant women were colonized by GBS
ielding a prevalence of 15.2% (IC95% 10.5-20.9). Preg-
ant women younger than 20 years and with low income
ad higher risk of GBS colonization, in univariate analysis
p < 0.05). GBS was isolated from 28 vaginal and 14 rectal
pecimens. Twelve pregnant were vaginal and rectal colo-
ized. All 42 strains were susceptible to penicillin. Three
trains (7.1%) were resistant to erythromycin and two (4.7%)
o clindamycin. 19 pulsotypes and four clusters were identi-
ed. Nine out 12 pars of positive strains (vaginal and rectal)
ere genetically identical, two were stricted related and
ne par was colonized by different strains. The same genetic
roﬁle was observed in more than one pregnant.
Conclusion: Socioeconomic and obstetrics variables had
ow predictive value for GBE colonization among pregnant
omen, reinforcing the need for universal microbiology
creening strategy in this population, in order to prevent
eonatal sepsis. A high genetic diversity of GBS was found
mong pregnant women in our setting.
oi:10.1016/j.ijid.2010.02.531
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uerperal group A streptococci (GAS) infection: Re-
mergence of a dreaded disease - A case series
.T. Busowski1,∗, M. Lee2, J.D. Busowski1, K. Akhter1, M.R.
allace1
Orlando Health, Orlando, FL, USA
Winnie Palmer Hospital for Women and Babies, Orlando,
L, USA
Background: Puerperal sepsis due to GAS was responsible
or two-thirds of deaths among childbearing women in the
8th and 19th centuries. This once feared complication of
hildbirth has declined throughout the twentieth century.
nfection by GAS is now a rare cause of maternal morbidity
nd mortality. Recent sporadic reports in the literature indi-
ate there may be a resurgence of serious infections caused
y GAS.
Methods: We report on four late term pregnancies com-
licated by GAS infection resulting in either necrotizing
nfection or sepsis and profound multiorgan system failure
MOF).
Results: A 19 year old primagravida presented at 27
eeks with severe abdominal pain and vaginal discharge.
xam revealed extensive posterior cervical necrosis with
ulture conﬁrmed GAS. She was treated successfully with
enicillin. A 27 year old woman developed severe sepsis
ne day following a vaginal delivery. Vaginal and blood cul-
ures were positive for GAS. She required massive volume
esuscitation and pressor support. She was treated with
mpicillin-sulbactam and clindamycin and recovered with-
ut sequela.
A 31 year old woman presented seven days after an
neventful vaginal delivery complaining of burning abdom-
nal pain. She was found to be hypotensive with profound
